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Research of native populations of White spotted charr Salverinus leucomaenis in Miyagi prefecture.
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AR [k %. B ] 25 ERE19sE8H 268 17.5 3.8 11,5-23.1
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KNKF (S HES bl 21 FRE194E8 H 26 B 14.3 25 10.4-17.5
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3 == Hap3(9), Hap7(4), Hap10(2), Hap11(4), Hap19(1),
RER 25 Hap31(3), Hap32(2) 0.8233 0.00292 EEE
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