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Molecular analysis of hepatitis E virus for wild boars and domestic pigs and human
samples in Miyagi.
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B1  HEV R
The phylogenetic tree constructed by neighbor-joining method (Kimura 2-parameter method) based on the
partial nucleotide sequence (301nt) of ORF2. HEV RNA sequenced from this study are boldfaced and tagge
d with isolate name, DDBJ accession numbers (collected year) . An HEV G4 isolate (AJ272108) is used
as an outgroup. The numbers on branches were bootstrap values (1,000 replicates; values less than 70% wer

e not shown)



PN

1) AHSBES, HBEE, —4FER, BIERMR, M
FiE, KIE— W EBAEwRIEE R, 26, 266-
267 (2005)

2) H.Matsuda, K.Okada, K.Takahashi,
S.Mishiro, J Infect Dis, 188, 944 (2003)

3) JLERERM, ABEh, HEGY, TLxMmBE : WK
MAED R ®R, 26, 265-266 (2005)

4) T.Shuchin, N.Kitajima, K.Takahashi,
S.Mishiro : Lancet, 362, 371-373 (2003)

5) Ex REIL, SUFREME, /NOE, BB, MR,

B LA IR RRME RSy o Z —EH, 36, 43-46
(2018)

6) MEARVE, MR, WA E, ®RBEAE, WHAE
T, BRI - EyRR R v ¥ — R, 28,
40-42 (2005)

) BB, REARTE, ERETES T, FEARE, /NEPERSE,
INIHEN, TEREACAT, ERARFFER, MRHZAEF @ ARE

EIEHRARLE, 369, 9-10 (2007)
8) BIRHESR : ARBEFRASLE, 462, 33-37 (
2016)



